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FIGURE 1A 



M^LNo.: 12557-003001 Pa^of5 
Aj^Bnt(s): Andrew P. Kloek et al. 

nctHPtode pgm-like sequences 



901 

AGT GGG ATG ACC CAA TAC AAT AAA GAG TTT CCA TTT CCA TCG TTA TTC CCA CCT GTG ACT 

SGMTQYNKEFPFPSLFPPVT 

961 

CAT ACT AAT GTG CTT GCT GAA TGG CTT GCT TCT CAA GGA GTT ACT CAA TTT CAC TGT GCG 

HTNVLAEWLASQGVTQFHCA 

1021 

GAA ACT GAG AAG TAT CCT CAT GTT ACC TTC TTC TTT AAT GGT GGT CGA GAA GTT CAA TTC 

ETEKYPHVTFFFN.GGREVQF 

1081 

CAA GAT GAA GAG CGT TGT ATG GTT CCG TCA CCA AAA GAA GTT GCT ACA TAT GAT TTA AAA 

QDEERCMVPSPKEVATYDLK 

1141 

CCA GAA ATG AAT GCT GCT GGA GTT GCC GAA AAA ATG GTC GAG CAA ATT GAG TCA GGC AGG 
P EMNAAGVAE KMVEQ I E S GR 
1201 

CAT CCT TTG GTT ATG TGC AAT TTT GCG CCT CCT GAC ATG GTT GGA CAT ACT GGT AAA TTT 
HPLVMC. NFAPPDMVGHTGKF 
U 1261 

P=! GAA CCT GCC GTC AAA GCA TGT CAA GCT ACT GAC GAG GCA ATT GGA AAG ATA TTT GAA GCA 

S: EPAVKACQATDEAIGKI FEA 

m 1321 

Jf: TGC CAA ACT TAT AAT TAC GTT CTT ATG GTT ACT TCC GAT CAT GGA AAT GCT GAG AAG ATG 

JrJ; CQTYNYVLMVTSDHGNAEKM 
13 81 

~; ATT GCT CCC GAT GGT AGT GAA CAT ACT GCA CAT ACC TGC AAT TTG GTC CCA TTT ACT TGC 

+ : IAPDGS EH TAHTCNLVP FTC 

5 1441 



TCT TCC AAA ACA TTT GTT TTT AAA TCG ACT CCA CCT ACT GGA GAT GAT GGC AAA GAA CGT 

SSKTFVFKSTPPTGDDGKER 

1501 

GCA CGA GCC TTA CGT GAT GTT GCA CCG ACT GTT CTA CAA TTA ATG GGC TTA CCT GTA CCG 

ARALRDVAPTVLQLMGLPVP 

1561 

CCG GAG ATG GAT GGC GTT CCT TTA CTT GAA CAG AGA GGA TAA gaa gtt aat tga caa tag 

PEMDGVPLLEQ RG* 

1621 

gaa ata aat atg age tgc tat tac aag caa ttt taa aaa ttt tag taa aac gag taa ttt 
1681 

ttg ata tat aca tat tta gaa ate tec gtt ata aaa att 
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^Matter No.: 12557-003001 ^fc'nye 3 of 5 

^■bplicant(s): Andrew P. Kloek et ai. HP 

^nematode pgm-like sequences 



■ - y 

l 

Met phe val ala leu gly ala gin ile tyr arg gin tyr-phe gly arg arg gly met ala 
21 

met ala asn asn ser ser val ala asn lys val cys leu ile val ile asp gly trp gly 
41 

val ser glu asp pro tyr gly asn ala ile leu asn ala gin thr pro val met asp lys 
61 

leu cys ser gly asn trp ala gin ile glu ala his gly leu his val gly leu pro glu 
81 

gly leu met gly asn ser glu val gly his leu asn ile gly ala gly arg val ile tyr 
101 

gin asp ile val arg ile asn leu ala val lys asn asn lys phe val thr asn glu ser 
121 

leu val asp ala cys asp arg ala lys asn gly asn gly arg leu his leu ala gly leu 
141 

val ser asp gly gly val his ser his ile asp his met phe ala leu val lys ala ile 
161 

lys glu leu gly val pro glu leu tyr leu his phe tyr gly asp gly arg asp thr ser 
181 

pro asn ser gly val gly phe leu glu gin thr leu glu phe leu glu lys thr thr gly 
201 

tyr gly lys leu ala thr val val gly arg tyr tyr ala met asp arg asp asn arg trp 
221 

glu arg ile asn val ala tyr glu ala met ile gly gly val gly glu thr ser asp glu 
241 

ala gly val val glu val val arg lys arg tyr ala ala asp glu thr asp glu phe leu 
261 

lys pro ile ile leu gin gly glu lys gly arg val gin asn asp asp thr ile ile phe 
281 

phe asp tyr arg ala asp arg met arg glu ile ser ala ala met gly met asp arg tyr 
301 

lys asp cys asn ser lys leu ala his pro ser asn leu gin val tyr gly met thr gin 
321 

tyr lys ala glu phe pro phe lys ser leu phe pro pro ala ser asn lys asn val leu 
341 

ala glu trp leu ala glu gin lys val ser gin phe his cys ala glu thr glu lys tyr 
361 

ala his val thr phe phe phe asn gly gly leu glu lys gin phe glu gly glu glu arg 
381 

cys leu val pro ser pro lys val ala thr tyr asp leu gin pro glu met ser ala ala 
401 

gly val ala asp lys met ile glu gin leu glu ala gly thr his pro phe ile met cys 
421 

asn phe ala pro pro asp met val gly his thr gly val tyr glu ala ala val lys ala 
441 

cys glu ala thr asp ile ala ile gly arg ile tyr glu ala thr gin lys his gly tyr 
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Pagi 




461 



J 



ser leu met val thr ala asp his gly asn ala glu lys met lys ala pro asp gly gly 



lys his thr ala his thr cys tyr arg val pro leu thr leu ser his pro gly phe lys 
501 

phe val asp pro ala asp arg his pro ala leu cys asp val ala pro thr val leu ala 
521 

ile met gly leu pro gin pro ala glu met thr gly val ser ile val gin lys ile 



481 
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